K Zd K F+

4
l.

iz o f M it (B

4
l.

(AR~ 2510275
FAL RGO EAF AL A 1]

LR G E R ARITEIA2LA

20 Fm X & B Characterization of the gut phageome of Japanese
patients with ulcerative colitis under endoscopic
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Characterization of the gut phageome of Japanese patients with
ulcerative colitis under endoscopic remission
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